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[HE] B8 HIHU/NRNA-627(miR-627) 7 AR E MR b KB RAEH . Ak X
PSS RFSE ik o UCHE 2019 4F 10 A —20204F 1 A b3 il XL B Be 5612 14 & A 28 b 7 14 6 451 14
AVERDE B [T 26 A 40 AR (3411) % |84 A VR IR 241 20 TR 30)F [R) 3007 5612 B9 6 AT A A
BEARAE R S5 8 [ 300 L 34 AR (35+13) 8 14T i MRS M F R U 80 4 1) 16 % I Ik 24 80, SR 5
ff %€ S 5 Fb S 5 PCROIE A I miR-627 B9 mRNA 35 o IS A MR R 41 40, 55 55748 3~5 1Rl &F 4k 41
Ml (Fb), % 5 I T IR 829250 o HOM A= YRR Fb, 43 2 miR-627 B M BEZH  miR-627 BI48L 4 41 F1
miR-627 4 il W) 41, 43 3 2 He % 7 ) 1F B L e e S5 O CEIZ0) (12,24 ,36,48 h, FH 198 M 0 2k A6 00 40 g 77%
155G YL 24 b T = 2 B A AGH 0 240 B 0 O 0 s B U R 24 b TR T BN A A R I R A
T 1T (IGF-T) . T B JE A o FHNUILENE A (a-SMA) 9 3E H R KK . B2 8% A4 PR R IR Fb, — it
Sy A IGF- 1 Wp A A +miR-627 B X BRAL (IGF- T ¥F 2 Rl +miR-627 MBI AL, 75 —HE 4 F 1IGF- T 28745
T +miR-627 [HYEA B4 IGF- [ %8728 M +miR-627 B4 M 20 , 45 590 %% e b 17 1) P 9, e e I 48 b, R
BE N TR e 2 S DR W0 3 300 4 43 Ol 0 € Ol 3R il R B A O R 1Y R GA L IR T E A L AE, ek
IGF- T M3 o B A PRI Fb, 4 o8 miR-627 BH M X BEA | PR ali miR-627 L34 4 Fll miR-627 B4
YI+IGF- 1 41, 50 S 5G Ye Xt I B9 7 30, 6 45 24 b, SR AR AR ERG I A I IGF- T L T AU Bl a-SMA
RIS R T REAS B R 30 X ECRAT B B 17 22 0 B IRV ER T 25 A0 B ST AR AR
K B P K8 . SR B0 A PEREIR 4L 200 miR-627 I mRNA ik 54 0.47£0.06, i 8 T 15 B
JRAL U Y 1.12+0.23(1=15.090, P<0.01) . $5YLJ5 12,24 .36 .48 h, miR-627 48147 41 240 it 7% 5 W A%
F miR-627 B 1 % IR 4H (1=9.918 ,34.370.13.580.61.550, P<0.05 B, P<0.01) , miR-627 1 il 49y 41 20 o 3%
F1 08 2 7 F miR-627 B M % B8 41 (1=4.722.8.616,13.330, 14.000, P<0.05 8¢ P<0.01) . $44tJ5 24 h, 5
miR-627 BH X IR 20 0 20 i 08 7~ 2% (8.42+0.47) % A L, miR-627 L9 41 Y (10.89+0.35) % . 3 T} &
(1=7.301, P<0.01) , miR-627 41l il ¥ 41 A9 (5.00+0.22) % & & T 4 (1=11.510, P<0.01) . ¥ YJ524 h, 5
miR-627 1P % ML 40 A IGF- 1 | T B J5EF o -SMA (5 2 11 22 35 40 LL , miR-627 KL 8L ) 41 B B F %
(1=25.470,5.282.7.415, P<0.01) , miR-627 41l il ¥ 20 W] . 7+ /55 (1=15.930.8.857.9.763, P<0.01) . %% 4
J5i 48 b, IGF- T B /L il +miR-627 #4040 4 40 8 IGF- T A %€l 2 il /' 7€ )6 2 il LA M 0.463+0.061,
BAE T IGF- T %5 4 A +miR-627 B ¥ XF 18 41 (9 0.999+0.011 (:=16.852, P<0.01) ; IGF- T 2 78 #4 +
miR-627 #4804 21 40 ML 1IG K- T 19 9% 0 2 /5 2% 06 2 Ml LL (B 5 0.934+0.021, 5 IGF- 1 €78 Al +
miR-627 B 1 X% BEZH 19 0.930+0.023 1 (1=1.959, P>0.05) . 57 J5 24 h, B2l miR-627 F 514) 21 41 i
IGF-1 . I BRI H a-SMA B4 126351 1.623+0.070.1.363+0.042 . 1.617+0.025 ¥ %5 miR-627 B 1k %)
MR Y 2.723+0.045 ,2.147+0.067 ,2.533+0.055 B i P X (1=22.831.7.280.26.220, P<0.01) , miR-627 5
P +IGF- T A ICF- T | T T o-SMA Y 2K [ 2635 1 2.477+0.102.1.760+0.046 ,2.387+0.049
BBl miR-627 BEARL 4 4 I 8 1 (1=3.830.,8.286,3.436, P<0.05 2% P<0.01) . i AW A4 MR
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[ Abstract]  Objective To investigate the expression and effect of microRNA-627 (miR-627) in
human hypertrophic scar. Methods The experimental research method was used. From October 2019 to
January 2020, hypertrophic scar tissue from 6 patients with hypertrophic scar (2 males and 4 females, aged
(34+11) years) and the remaining normal skin tissue from 6 trauma patients (3 males and 3 females, aged
(35+13) years) after flap transplantation were collected. The above-mentioned 12 patients were admitted to
the General Hospital of Northern Theater Command and met the inclusion criteria. The mRNA expression of
miR-627 was detected by real-time fluorescent quantitative reverse transcription polymerase chain reaction.
The 3rd to Sth passages of fibroblasts (Fbs) were isolated from hypertrophic scar tissue and cultured for sub-
sequent experiments after identification. Fbs from hypertrophic scar were divided into miR-627 negative con-
trol group, miR-627 mimic group, and miR-627 inhibitor group. The corresponding sequences were trans-
fected respectively. At O (immediately), 12, 24, 36, and 48 h after transfection, the cell viability was detected
by thiazolyl blue method; at 24 h after transfection, the apoptosis was detected by flow cytometry; at 24 h af-
ter transfection, the protein expression levels of insulin-like growth factor I (IGF- 1), type I collagen, and
a smooth muscle actin (a-SMA) were detected by Western blotting. Two batches of Fbs from hypertrophic
scar were used, one batch was divided into IGF- I wild type+miR-627 negative control group and IGF- [
wild type+miR-627 mimic group, and the other batch was divided into IGF- I mutant+miR-627 negative
control group and IGF- | mutant+miR-627 mimic group. The corresponding sequences were transfected re-
spectively. At 48 h after transfection, the expressions of luciferase and renal luciferase were detected by lu-
ciferase reporter gene detection kit, and the ratio of the two was calculated to reflect the activity of IGF- I .
Fbs from hypertrophic scar were divided into miR-627 negative control group, miR-627 mimic alone group,
and miR-627 mimic+IGF- [ group, and were transfected with the corresponding sequences respectively. At
24 h after transfection, the protein expression levels of IGF- 1 , type | collagen, and a-SMA were detected
by Western blotting. The number of samples in cell experiment was 3. Data were statistically analyzed with
analysis of variance for factorial design, one-way analysis of variance, independent sample ¢ test, and
chi-square test. Results The expression of miR-627 mRNA in hypertrophic scar tissue was 0.47+0.06,
which was significantly lower than 1.12+0.23 in normal skin tissue (1=15.090, P<0.01). At 12, 24, 36, and
48 hours after transfection, the cell viability of miR-627 mimic group was significantly lower than that of
miR-627 negative control group (¢=9.918, 34.370, 13.580, 61.550, P<0.05 or P<0.01); the cell viability of
miR-627 inhibitor group was significantly higher than that of miR-627 negative control group (1=4.722,
8.616, 13.330, 14.000, P<0.05 or P<0.01). At 24 h after transfection, compared with the apoptosis rate (8.42+
0.47)% in miR-627 negative control group, (10.89+0.35)% in miR-627 mimic group was significantly higher (1=
7.301, P<0.01), and (5.00+£0.22)% in miR-627 inhibitor group was significantly lower (t=11.510, P<0.01). At
24 h after transfection, compared with the cell protein expressions of IGF- I , type 1 collagen, and a-SMA in
miR-627 negative control group, those in miR-627 mimic group were significantly lower (:=25.470, 5.282,
7.415, P<0.01), and those in miR-627 inhibitor group were significantly higher (:=15.930, 8.857, 9.763, P<0.01).
At 48 h after transfection, the luciferase/renal luciferase ratio of IGF- I of cells in IGF- I wild type+miR-627
mimic group was 0.463+0.061, which was significantly lower than 0.999+0.011 in IGF- [ wild type+miR-627
negative control group (t=16.852, P<0.01); the luciferase/renal luciferase ratio of IGF- I of cells in IGF- I mu-
tant+miR-627 mimic group was 0.934+0.021, which was similar to 0.930+0.023 in IGF- [ mutant+
miR-627 negative control group (¢=1.959, P>0.05). At 24 h after transfection, the protein expressions of
IGF- I , type I collagen, and a-SMA of cells in miR-627 mimic alone group were 1.623+0.070, 1.363+
0.042, and 1.617+0.025, which were significantly lower than 2.723+0.045, 2.147+0.067, and 2.533+0.055 in
miR-627 negative control group (1=22.831, 7.280, 26.220, P<0.01); the protein expressions of IGF- 1 , type [
collagen, and a-SMA of cells in mimic+IGF- [ group were 2.477+0.102, 1.760+0.046, and 2.387+0.049,
which were significantly higher than those of miR-627 mimic alone group (:=3.830, 8.286, 3.436, P<0.05 or
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P<0.01). Conclusions

miR-627 expression in human hypertrophic scars is down-regulated; miR-627

can inhibit the proliferation and promote the apoptosis of Fbs in human hypertrophic scar by targeted inhibi-

tion of IGF- I expression.
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A PR 0 3 L R R Ak T0% . K TH B
P BB E R A I R IE R AR 45 R PR R
FEEEX A C IR B B2 B ST fE Gk
I E 3R ZU O BORTE N BOAR T DL i R ik
SR IT 25 T A 55 T B R A M ROR AT A
I7 AR X B2 YR YT 5 v v RS B0 Ak B AR MR 1Y
Gy FHLH AN E R D AT b B 3 AR MR R R AT
ARV, L3 3R 97 I 25

/N RNA (miR) A& — /N (0 52 4% 1 12 4, B
i 3 ok 55 5L 37 - BH R X 45 A ki e g ks,
B 2 Bk W R 0% 2 55 B2 Bk A& 52 R R OC 5 e 1Y
J T, miR HL A S 2% SOKS A8 R T AL BT L
] 8 5 2 Bl B R W fE S B . SR EER T
Bew] DL F 32 5 miR 43 F 0 e 1 L 32 5 miR 1Y i
BRACR A 2 R B IR T R B
miR-205-5p B4 3iF B 0] DL 3E 2o #0 6] 4E H Smad2 8 5
A MR JE ECM A 77 45, miR-181b-5p BE % /] 15
MAPK/Jf M5 5 9 5 SR /p2 1 34 42 412 0k 16 A= P9 R
Fb 34 78 340 ) 8 7=, miR-23b-3p 7l LL g% 10- 55 3
LA Rl 3 T U TR W Fb (9P TS miR-627 B
WL EE B 7E Z2 B i g vh A7 AE 22 SRR L T LS 5
RN R N A A RN i R N DR R Rl
T AR T HE AL PR T miR-627 B UE B AT L i
R 1) 18 7 20 A v AT AR AR AR T Bk 52 Wi il £F 4
Ak 10 HE AR E AT 6 miR-627 76 35 A PR R b i
YE W5 fef UL AR E

HHTC & 1F 205848 3528 PR 41 20
fEERERERILAED , GEMHRKEDRME. 26
EERE RS FEFEAEAKE T T AGF- 1) A
TGF-B ™ AHEFE £ A M miR-627 7 3 2= 1 iR
AL R B BT 43 B miR-627 XF A 36 A i IR
Fb 358 08 T S5 VE i — 2 R 1T miR-627 52
M) 165 A VR A R AR L DL D 3G AR PERUR 09 IR T 1R
P ) JEL i

1 #ABEFE
AT TE 28 AL T X B e A8 P 2 B 2 AL it

5 :R20180113,
1.1 F2EH 5 R IE

5 BE DMEM K5 32 38 . 2 — e U 2 2 (EDTA) - Ji#
G R LR IR 2R T A [ 26 B Gibeo 24 ]
NI IGF- T Bsg BB iR N EBT A T i J5 o
v REPUIR N BRBT AN o I WD B 1 (o-SMA) HL
RSO /N BB GAPDH B 55 B T 4K B2 BAR i
A AL B AR C 0 NPT B LG B iR B Bk
Santa Cruz Biotechnology A # , miR-627 5| ¥ ., U6 5|
Y1 AGF- 1 Bp A (IGF- 1 2878 8 (Off 5 miR-627 25
(75 B RS AT 28788 ) K IGF- 1 OB 51 41 4 1 T
AT A TR (W) B0y A BR A A, miR-627 £ 4
Y miR-627 M H . miR-627 ] 1 % B 450 [ ) M
ML A YR A BR A B EEMEEE BB V -5
B TR ¢ O 28 (FITC) /B Ak PR I XU 2% 248 e 4 1 A )
IR &L 9O 2B S L R I R & L SYBR
Green 2¢ € I 77 & . TRIzol ik 7] . PCR ¥ 1 1 7
& Takara J % 563070 & B8 I A& 2000 %% YL 157 | 40
Jitl RIPA 24 i 0 A L 38 = RAEY AR A R
A . CFX96 ™7 52 i} %¢ o% & it PCR AL W [ 3%
Bio-Rad /A 7] , Alphalmager™2200 %4 % Ji¢ 8114 43 ¥t %
I ANEIES Alpha Innotech /N #) , Thermo Scientific ™
Multiskan Sky 7 4= K B AW B LR R A
P2y F], DMi3000 B 784 5] 5 %¢ 5t b S B ) [ Ak 514X
7% () A R 7], BeamCyte % i 2 40 A W [ &
I 5 KR A W B AT B 2 o
1.2 i A LA

AFRAE: (D) BF AT RGN
PEEEIE o (2) 1 A MR 8 H A5 A& AR ERIR 1 2
Wi o (3) 3 A MR A8 8 Rz FRIBYT . (4) 8
BB R A . HEBR AR (1) 2210 K v 7L
(ORI .
1.3 ImIK %R

2019 4F 10 H —2020 4F 1 A T b3 5% X 4 1 B
2 1 6 ] 38 A PR IR AR E A B AR TR S AR AR I
Hodr B2 A 4B, 84 19~45(34«11) % IR 7
3 7 S = o 17 7 17 O 1 2 i e A v ¢ ]
6 Bl S5 B A A A oE A kb v, o 5 341 &
30, AF Iy 22~49(35+13) %, & 05 #4052 T g 35
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SO VTR L6, 22BN AR L, E R
Giit2f i L (x=0.343 1=1.191, P=0.517.0.924) .
1.4 2P miR-627 () mRNA ik 15

Y6 151 A1 5 58 35 2 AL A T AR S FR A 1 1E R B2
Jik 2H 206 151 3G A= MR R IS A ME R A 4L, B
50~100 mg ZH 21 JH 1 mL TRIzol iR 7 2% % , Wit £ 24 it
WIMA 0.2 mL =& H %, k% 15 s, 12 000xg & 0>
15 min, B W, % IR B HL 2 LA RIS B, 3R
¥ 15 5,12 000Xg B5.0> 10 min, 3% 15 , in A2 7K1
BTG 7K 2 BEYE ¥, T 500Xg B0 5 min, 37 I 7 7, FH
JC it TG WK i RNA DUTE .l R i sk 3 7] &0
M RNA 2 5% 5% % B #h DNA, miR-627 FiiE51 4% N
5'-TGTCAGAACTAGAATTTGATTATTAACATA-3' ,

T W5l ¥ N 5 -CAGTTCTTTGTTACAAAATGTAC-
GTG-3' , 7= ¥ K Ji 24 bp; U6 i 514 R 5'-CTC-

GCTTCGGCAGCACATATACT-3' |, F % 51 ¥ N
5'-ACGCTTCACGAATTTGCGTGTC-3" , 7= ¥ K J&
26 bp. UL U6 A miR-627 () N £ M |, # B4 SYBR
Green %¢ ) 7 it 32 7] & U6 W 45, oR FH S5 B 28l o
PCR AT . PCR I £ : 95 CHUAE £ 30 55
95 CAEE 10 s, 60 Cil k 20 s, 72 °C 4 fii 30 s, 3t
A0 EH o R AR A (Co) ik b BEEE L 115
A0 5L (R Al R R e ik i, B 270 AR SR A 3K,
SR UE

1.5 4y

1.5.1 #4083 A A R R 2 2, R R
BYBTE, PBSTEVE 3. JMA 2.5 o/ LI IBEER (I 2 mL
4 1L 20~40 min, il A 3~5 mL & (R FL 20 50 10% i 4
LT A E R DM EM $535 3628 11Tk ,800x g #.0> 10 min,
F R MART R B R E R IE A, BT
37 C R4 8 5% — A Ak e 1) 3% 37 48 b 1E R 8
3. HAMAEK 2 80% A &, JH EDTA- &
Sl R A R AT I - S R AT & U 34
MOIE 25, BUAR 3~54% Fb 40 i FH T 22525

1.5.2 miR-627 %t Fb i J1 #9520 SR FH WO M 3
Kl Bb 76 410 BUAIM , 3% 1x10° 4 /m L 4% Fh T 96 4L
Merp, & £L 200 Lo K 4 M 53 2 miR-627 B9 X 18
ZH  miR-627 B2l 4) 40 A miR-627 401 ] ¥ 41, 5 41
1540+ B AR 5 14 2000 5% Yo 328 50 08 W 5 4 93] 4% e
miR-627 FIEXT B miR-627 #4809 Fl miR -627 11 4l
Y. miR-627 B4 4)¥ 5128 5" -UCUUUUCUUUGAGA -
CUCACU-3",miR-627 ¥ )¥% k5’ -UCUUUUCU
UU-GAGACUCACU-3" , miR-627 B 4 %F B8 | %1)

5'-UUCUCCGAACGUGUCACGUTT-3" . %5 Yt )5 0 (B
Z1).12.24.36.48 h, BRA L3 FLANML, LM 20 pL
WEME IS VSR, BT 37 C L IR 8L 5% — ALk )
B a5 4 h, 58 B W, B AL A 150 pL
TUOHVEE R DL A A A . T AR AT B 490 nm Y
K A 49 1 S B AL, e 1 g s 15 3 590 5 B 5 3 5 4
W AR EE 3,45 REE.

1.5.3 miR-627 Xf Fb & T (1 5 il B2 M,
1xX10° ~/mL #% F F 6 fL W o, 4 4L 2 mL, 4% M8
LS. 217 il S b ¥ A 3 4L 55 24 b, A
& EDTA By A (B AL R 400 . TEIRT,
800xg 5.0 5~10 min, Y5t 42 4 Jfd 5 FH Fiil ¥2 (4 °C) PBS
RN, TR T ,800xg .0 5~10 min, PBS
VRGN . A 300 pL &5 A b i B A .
ASuLBEECEH V -FITCHR A G, ##6 ZEHFEF
15 min, FHLATFE A S pLBAL e g 5, it
4 {9 A S 59 I 5E miR-627 B XF IR 4 miR-627
P14 21 A1 miR-627 1 i 497 21 41 Ji 4 1 R T L e B O
T2 R SERAETE W L) IR TR, AR EE
3, AR IBIAE .

1.5.4 miR-627 Xf Fb i 3 Flv A 5 2 11 32 3k /K F 1)
Al SR FH B P B S kR AR 1 ARk . Al
M, % 1x10° A4 /mL 4% 0 T 6 fLAR 5 4L 2 mL, $% 118
LS. 29744 RAL B, AF AL 3L B Y 24 b, (40
Ml RIPA 24 fif W P2 B 1 o B30 we 2 AR o AT 1
Tt R T TR - SR T T e O M PR UK R A B
50 o/L TG W5 4 v W= IR BT 2 he 3 i A/ R
PLNICF- 1 \a-SMA | T BUREJFEHT GAPDH —HT (R L
¥R 1:1000),4 CHEHE Ao A BAR 1 A A6 9
FifE AR ic 9 A BT/ B TgG 9L (B 1:5000) , =
WIE 1 h, fL2E &G B2, B AR i & 4t 3k
HUEMG oK A Image J #0PF (35 B B 57 DA 58 Be ) 4T
TRIE 5y, 3 B IGF- T La-SMA | T B R 2 1
JKTEAE 5 GAPDH £ K B A 09 LU AR, LA R oR 4%
BARBAKT . RLEEE 3K, 45 R BHE.
1.5.5 miR-627 5 IGF- [ Z54 07 5 AT MIRDB
B ( http : //mirdb. org/) 1 # ZZ miR-627 n] GE 4 15 (19
B 38 a A ) SR A R A M R R % D) A G
M IGKE- 1 1E R 5 e 5%t 4 .

1.5.6 miR-627 Xf IGF- T A4 # [ £ HC2 At 4
ffL, % 1x10° A /mL 2 Fp T 24 FLAR T, B AL 1 mLo 5
1450 A IGF- T B A= Bl +miR-627 BAYE XS FE 4\ IGF- 1
Bf 24 A +miR-627 BB 40, 5 2 41t 73 IGF- 1 2848
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A +miR-627 B X B2 (IGF- T €78 A +miR-627 F41
WAL, RE 3L . He BRI B A4 2000 e G i) 158 BH A5 43
B G 1GF- T ¥ 4= A5 | 9 +miR-627 B P XF iR (IGF- T
B¥ LR R 5] ) +miR-627 B4 Y (IGF- 1 82 B 5| 1) +
miR-627 B #:XT B (IGF- T 2848 A5 | 4 +miR-627 Fi 4]
Yoo IGF- 1 ¥ A ® A 1 Ui 51 % A 5'-TCACT-
CAGAGTTTCTTTTCT-3" , F it 51 ¥ & 5'-GCCTCT-
GATCCTTGAGGTGA-3" , ;=¥ K & 4 149 bp; IGF- T %
AR F WS R 5 -AGTGAGTCTCTAAGAAAA -
GA-3" , T % 51 ¥ A 5'-GCCTCTGATCCTTGAGGT-
GA-3" , 7 W) K B 4 149 bp; miR-627 £ 411 ¥ #l
miR-627 BAPEXT B F 51 [F] 1. 5. 2, Y45 48 h BT &
T A 4 AR SR FH 9 ' 3R I R A R A 0 3R] 4 0
SRS 00 H 55 O 2 il R O R UL B S
BN W DR W LU AE R IGF- T B TE . A
SR H A 3R, S5 B
1.5.7 IGF- I %} miR-627 &35/ M HUA A
F 1x10° D /mL A F 6 fLAR 1, B L 2 mL. K 46 Al
53 H miR-627 [ X} B4 B4l miR-627 B 41
miR-627 AU +IGF- 1 41, /41 3 4L, 4% HE A5 ik
2000 % Y 32 550 58 B 45 43 1) 5% % miR-627 [ Xf B
miR-627 L ¥ . miR-627 % L ) +1IGF- [ Jif ki .
IGF- 1 Ji ko b 3 51 ¥ & 5'-GCCCAAGGCT-
CAGAAGG-3" , T i 51 ¥ & 5'-TTTAACAGGTA-
ACTCGTGC-3" , 7= ¥ K & 167 bp; miR-627 5 {ll ¥
A miR-627 BYEX BF H R 1. 5. 2, 55445 24 h, %
FATE 1. 5. 4 7 A IGF- T | T A AT o-SMA
MR A FRIE . AREEE R 3R, 4R BUIE,
1.6 Zrif*#ubag

K F SPSS 11. 0 GE i A #4740 B o 509 Rt
B DU R AT AR T RO A A
IESN, Lhx + s £, 2418 2 A ] g B4R B
BATHT R J7 22 531, 2 4 8] B — W] [a] 5 R E
AT B R D7 25 43 M, 2 T8 7 T bR AR AT Al ST AR AR
K. P<0.05 K2R A G E L

2 #R
2.1 #41% miR-627 i mRNA % ik

oA P RR 2 P miR-627 19 mRNA £ k& H
0.47£0.06, W & (K T 1FE % Kk 40 80 b /) 112+
0.23(1=15.090, P=0.004) .,
2.2 FhES

AHE AR PR R 2H 21 b o3 B R 3R 09 5 3 AR A i B

PR SR TE SR LN = f T8, b Se A B0 B JE A%, i
FE A I SRR, DL 1 AR A XE O Fbo

B 45 3R A V0 R 2T 4 40 M ) T 25 S e T AR )
=AY S SO0 B MEEx200, B AR RCE 50 wm

2.3 miR-627 75 Fb J5 4 M 135 T

LIS 0 h, & 2 40 S AR T (P>0.05) o i g
Ji 12.24.36.48 h, 5 miR-627 BH 1 X} B8 2 41 L ,
miR-627 155 40 47 20 41 i 7% 1 B 8 B fIK (P<0.05 5% P<
0.01) , miR-627 411 il % 21 40 M 1% 1 W & 7+ &5 (P<
0.0585% P<0.01)., WL 1,
2.4 miR-627 75 Fb J5 M0 1

YL S 24 h, miR-627 P M X B4 miR-627 5
LY 41 . miR-627 410 il ) 41 46 B 98 1 3 4 0 Sk
(8.42+0.47)% . (10.89+0.35)% . (5.00+0.22) % , 41 7]
SRR, 22 5 A it 2= i L (F=164.00, P<0.01)
miR-627 5404 21 1 240 B 0 1 2 45 miR-627 B Xf
HE 20 5. 3% 71 5 (1=7.301, P=0.002), miR-627 4 il 9y 2
() 240 B 08 T SR 48 miR-627 BF I % BB 21 B 3 F & (=
11.510, P=0.003),
2.5 miR-627 J# 5 Fb 5 4 g b IGF- T | T AYfig Ji
Hlo-SMA Y234

5 miR-627 B ME X B4 40 i IGF- T . T 5 fig Ji/
Ml o-SMA B2 R IA A, miR-627 B4 4
F T B (1=25.470, 5.282, 7.415, P=0.001. 0.006,
0.002) , miR-627 # il ¥ 41 ¥ & F+ & (1=15.930,
8.857.9.763, P=0.001.0.001.0.001). . 2,
2.6 miR-627 ¥ mI{E G IGF- | i3RIk
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X HE2H 119 0.999+0.011(1=16.852,P=0.004) ; IGF- [ %
A5 R +miR-627 UL P 241 40 L IGF- T 1 %€ )% K Bl /'



- 374 - A Re gk 2021 454 J155 37 B4 4 1 Chin J Burns, April 2021, Vol. 37, No. 4
R 3L A PERIR 2T 4k A0 M0 G )5 45 I T) s 49T 0 He e (3 = s)

415 BEARL 0h 12h 24 h 36h 48 h
miR-627 [ 14X R 4 15 0.161£0.017 0.460+0.008 0.741+0.026 0.962+0.023 1.0760.015
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miR-627 B X W 2 A T A5

1 2 3 o
IGF- I _ 34>< 10‘(
I A5 “.mzxw

GAPDH | MG— a— — G < |’

Z)

N GF- |
6 1R
Il o-SvA
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P23 X (1=1.959,P=0.189) .
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MR A B 05 0 @A, AR SR BN,
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